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Profile
| am an algorithms developer with a wide experience in variety of domains, including computer vision, predictive
analytics, and bioinformatics. Driven by a natural curiosity, | like to face new data driven challenges using machine
and deep learning approaches. | bring with me the ability to think creatively, communicate with people from
different disciplines, and to quickly master new knowledge and techniques.
Education
2013 -2017 Ph.D., Faculty of Engineering, Bar-llan University, GPA: 96/100
e Thesis title: “Mining big biological data sets: applications of novel clustering methods for single cell
genomics, cancer, and developmental studies"
e Advisor: Dr. Tomer Kalisky
2010 -2012 M.Sc. in Biophysics, Physics Dept., Bar-llan University, Magna Cum Laude, GPA: 95/100
e Thesis title: "Studying splicing factor dynamics and transcription of B-actin in living cell using advanced
fluorescence methods"
e Advisors: Prof. Yuval Garini and Prof. Yaron Shav-Tal
2007 -2010 B.Sc. in Biophysics, Physics Dept., Bar-llan University, Summa Cum Laude, GPA: 97/100
Professional Experience
e 5/2018-present: Deep Learning Innovation Coach, NEC Israel Research Center (IRC)

o In NEC Israel research center | am part of the Edge-Al team, and developing deep learning solutions
with the goal of working on cheap hardware that would eliminate the need for GPUs or cloud
computing.

o In particular, I’'m researching and implementing deep learning algorithms to solve various
computer vision problems, like face recognition, object detection, triplet loss for zero shot
learning, pose estimation, object tracking and more.

o Currently, I’'m working mostly with Pytorch in Python environment.

o |wasinvolved in the full cycle of POC, starting from goal definition, literature review, models
development and training, all the way through the final evaluation of the outcomes.

e 1/2017-5/2018: Research analyst, Earnix.

o Building and testing new machine learning and deep learning models for predictive analytics in the
fields of insurance and banking: recurrent neural network (rnn), gradient boosting, general linear
model (GLM)

Teaching experience
e 2011-2017: Teaching assistant, Bar-llan University.
e 2015-2016: Advisor- final project of a 4" year bioengineering student.
Military service
e 2003-2006: Complete compulsory service the paratroopers brigade as a commander.
Technical skills
Programing and machine learning
e Deep learning: Classification, Object detection, feed-forward networks, recurrent networks
e Machine learning: unsupervised learning (clustering and dimension reduction), supervised learning
(gradient boosting, GLM, KNN), network analysis (community detection).
e Programming: Python (Pytorch, Keras, TensorFlow, OpenCV, scikit-learn, pandas, matplotib), R, Matlab,
shell scripts, CPP (Basic).
e Systems: Linux, Windows.

Awards
e 2009, 2010 Bar-llan University Dean’s prize.
e 2008 Bar-llan University Rector's prize.

e 2008 Bar-llan University, Physics department award for excellence in undergraduate studies.


http://www.linkedin.com/in/itamarkanter/|ID:039017017|
https://scholar.google.com/citations?user=1kvQDS4AAAAJ&hl=en

Fellowships
e 2014-2016 Bar-llan President’s fellowship for excellent Ph.D. students (“Milgat Nasi”).
e 2014, 2016 Fellowship from the Bar-llan Institute of Nanotechnology and Advanced Materials.
e 2009-2013 ‘Interdisciplinary Technologies' fellowship of the Council for Higher Education in Israel for
outstanding students.
Personal skills
Hobbies
e Running- best half marathon — Emek Hamayanot Dec/19: 1:23:59 (75 out of 1938).
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